
(A)

Outlier variability

N
um

be
r o

f g
en

es
 d

et
ec

te
d 

(F
D

R
<0

.0
5)

1 1.2 1.5 2 3 4 8

0
50

10
0

15
0

20
0

●

No Weights
Voom
Sample
Voom + Sample
Voom + Block
Sample Removal

●

●

●

●

●

●

●

●

●●

(B)

Outlier variability
N

um
be

r o
f D

E 
ge

ne
s 

de
te

ct
ed

 (F
D

R
<0

.0
5)

1 1.2 1.5 2 3 4 8

13
0

14
0

15
0

16
0

17
0

18
0

19
0

20
0

●

● ●
●

●
●

●

(C)

Outlier variability

Em
pi

ric
al

 F
D

R

1 1.2 1.5 2 3 4 8

0.
00

0.
01

0.
02

0.
03

0.
04

0.
05

0.
06

●
●

●
●

●

●

●

(D)

Outlier variability

Em
pi

ric
al

 F
D

R

1 1.2 1.5 2 3 4 8

0.
00

0.
01

0.
02

0.
03

0.
04

0.
05

0.
06

●

●

● ●

● ●

●

Supplementary Figure: Results shown are for a two group simulation with n=3 samples per group 
where one sample was simulated to be more variable that the others. 
Top row: Average number of genes with false discovery rate (FDR)<0.05 for each method versus sample
variability for different true positive FCs (2-fold in panel A, 4-fold in panel B). 
Bottom row: Averaged empirical FDR at a FDR cut-off of 0.05 for each method versus sample variability 
of the 6th sample for different true positive FCs (2-fold in panel C, 4-fold in panel D).


